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BIO-SKETCH

Spanish, born in 1957 in Larache [Morocco]. Full Professor of Genetics (University of Seville, US)
PhD from US in 1983, completed his formation in Solar Energy Res. Institute (Denver, CO, USA),
Darmstadt Technical University (DE) and NYU Medical Center (USA), and started his lab in 1991 in
the Genetics Department (US). Moved in 2006 to CABIMER as co-founder and Vice-director.

His major research interests are RNA-mediated genome instability and recombinational DSB
repair. His work has been pioneering in connecting RNA metabolism with DNA dynamics, and in the
identification of R-loops and transcription-replication conflicts as a source of genome instability. His
lab purified the THO complex uncovering a new function in mRNP biogenesis, R-loop-prevention
and RNA-mediated genome instability, which initiated a new area of research. Lately, his lab
uncovered new functions for known RNA-binding factors like UAP56/DDX39B, chromatin
remodelers like SWI/SNF, FACT or SIN3A, DNA repair factors like BRCA2 or FANCDZ2, and recently
for the DICER nuclease as suppressors of R-loops and RNA-mediated genome instability. In parallel,
he has significantly contributed to the research on replication-born DNA break repair by sister-
chromatid recombination, providing evidence for the role of cohesin and chromatin factors

Webpage: http://www.cabimer.es/web3/en/research-groups/genome-instability-cancer/

EDUCATION AND CURRENT POSITIONS

- Full Professor of Genetics, University of Seville (since 2004)

- Head of the Genome Instability laboratory (F. Biology, US, 79971-2006; CABIMER since 2006).
- Founder and Scientific Responsible of the Genome Facility of CABIMER, Seville (2008-2023)
- Postdoctoral formation in Univ. Darmstadt, DE (2,5 years) and NYU Med Ctr, USA (4 years)

- Research stay in Solar Energy Research Institute, Denver, CO, USA (3 months) during PhD

- PhD in 1983, Department of Genetics, University of Seville

HONORS AND AWARDS

2021 National Prize of Genetics (Spanish Genetics Society)

2020 Bandera de Andalucia in Seville (Andalusian Government)

2019 GregorJ Mendel Medal, Mendel Lectures, Masary Univ./Mendel Found., Brno, Czech Repub.
2019 Prize (national) “Fundacién Francisco Cobos” on Biomedical Research

2017 Elected Member of the Royal Academy of Sciences of Seville

2016 Research Award “Javier Benjumea Puigcerver”, Fund. FOCUS-Abengoa/University of Seville
2013 FAMA Research Award to a “Research Trajectory”, Univ. Seville

2010 /Il Columela Research Award in Health Sciences, Andalusian Government

2003 Carmen & Severo Ochoa National Research Award for Molecular Biology, Spain

2000 Elected EMBO Member

1994 Young Investigator Research Award of the Royal Academy of Sciences of Seville, Spain
1999-2025 Awarded ERCAdv (2015-21), HFSP (1999-2003), CaixaResearch (2022-25) grants

SCIENTIFIC ACTIVITY AND ACHIEVEMENTS

- >230 original articles and reviews in ISl journals and > 15 book-chapters

- H=72. >18000 citations (Scopus). H=86, >27300 citations (Google Scholar).

- In the 2% list of the world most cited authors (specifically top 0.2%) (Stanford University)

- Pioneering work and the most highly cited in the field of R-loops (DNA Repair 127 (2023): 103502).

- Editor of books Molecular Genetics of Recombination (Springer, 2007), Meth Mol Biol Homologous
Recombination (Springer-Humana Press, 2020) and R-loops (Springer-Humana Press, 2022)

- 35 PhD Theses supervised + 5 under supervision; > 30 postdoctoral researchers supervised.



- Organizer of 14 International Workshops (1 EMBO/EMBL, 4 EMBO, 2 EURESCO/ESF, 2 J March,

2 UNIA, 2 J Monod, 1 CABIMER)

- >200 Invited conferences at International meetings (GRC, Keystone, FASEB, EMBO, J. Monod,
Juan March, ESF/EURESCO, UNIA, R Areces, Abcam...) and Research Centers all over the world

(Europe, North America, South America, Asia)
- Senior/Associate Editor of Mol. Cell. Biol. (since 2023) and Mol Genet Genom (2022-2024)

- Member of Editorial Boards of eLife (since 2016), EMBO J (s. 2009), EMBO Rep (s. 2009), Mol
Cell Biol (2014-2023), Mol Gen Genom (2003-22), Microb Cell (s. 2074) and Curr Genet (2004-05).

SCIENTIFIC COMMITEES AND INSTITUTIONAL RESPONSIBILITIES
- Scientific Advisory/Evaluator Boards:
ICRC (Brno, CZ) (2023)
Instituto de Investigaciones Biomédicas IIBM-CSIC, Madrid (since 2022)
Institut of Molecular Biology IMB, Mainz, DE (2021)
Erasmus University Medical Center, Rotterdam, NL (2020)
Centro de Investigaciones Cientificas Avanzadas CICA, Corufia, ES (2020-24)
CEITEC (Brno, CZ) (2009-2016)
Institut Université d’Hematologie CNRS/U. Paris, FR (2012-18),
Institut Curie “Genotoxic Stress and Cancer Unit”. Orsay, FR (2013-18),
CABD, Seville, ES (2016-2023),
EMBO Fellowship Committee (2013-17),
EMBO Membership Committee (2003-06),
EMBO Courses and Workshops Committee (2023-2026),
Barcelona Supercomputing Center (2011-2014),
ICREA Research Professor Program of Catalunya (2006-10), (since then, external evaluator)
ATIP-Avenir INSERM, FR (2010),
ANR French Program of Research, FR (2017, 2023)
AERES Agency for evaluation of French Research centers, FR (2009,13,14)
Wellcome Trust, UK (2017,18)
Assessor Board of Biomedicine of Univ Internacional Andalucia (UNIA) (since 2022)
Governing Board (Patronato) of Institut de Reserca Biomédica (IRB, Barcelona) (since 2023)
Invited to be part of ERC Adv Grant Panel in the period 2019-2021, but declined.
- Coordinator/Director of Spanish Research Program of Molecular & Cell Biology (2007-05)

- Coordinator (2006-08) and Vice-coordinator (2008-09) of Biology & Biomedicine, covering 21 research

centers of the Spanish Research Council CSIC

- Coordinator/Responsible of the “Genome Instability” Consolider Project (2007-2013) and Excellence network

(2013-2025) in Spain composed from 11 to 15 different research groups
- Spanish Representative in the Yeast Genet Mol Biol Fin Pol Committee (since 2010)
- Chair of Dept Genetics, University of Seville (2013-2016)
- Chair of the Dept. Molecular Biology CABIMER (2006-2016)
- Scientific Vice-director (2006-2012) and Director of CABIMER (2016-2025, 8 years 10 months)
- Vice-president of the Spanish Society of Genetics (2015-2018)
- Professor responsible of 32 Degree and 20 Master or PhD courses (since 19917)
- Spain National Representative at the ERC in Horizon Europe 2021-27 (2021, 6 months)

- External grant reviewer:ERC, AIRC (IT), ANR (FR), ICREA (CAT), MICIN (ES), NIH-Israel, MRC (UK), etc.

Former PhD and postdoctoral researchers at present Pls running their own labs:

Félix Prado (CSIC, Seville), Sebastian Chavez (IBIS, Univ Seville), Ralf E. Wellinger (Dpt. Genetics, Univ
Seville), Maria Moriel-Carretero (CBRM, Montpellier), Felipe Cortés-Ledesma (CNIO, Madrid), Pablo
Huertas (CABIMER, Seville), Cristina Gonzalez-Aguilera (CSIC, Seville), Tatiana Garcia-Muse (CABIMER,

Seville), Gonzalo Millan-Zambrano (CSIC, Seville).

SELECTED CONFERENCES AS KEYNOTE SPEAKER

XL Meeting of Spanish Society of Genetics (Closing Lecture), Cérdoba, ES 2015
XII European Conference on Fungal Genetics (ECFG12) (Opening Lecture), Sevilla, ES 2014

COENIOAALN =

. Jacques-Monod Conf. “Transcription & Genome Maintenance” (Opening/EMBO Lecture). Roscoff, FR 2024
51st European Environm. Mutagenesis & Genomics Society Meeting (Opening Lecture), Malaga, ES 2023
French 3R (Recombination/Replication/Repair) Meeting (Opening Lecture), Presqu’ile de Giens FR 2022
LIV Meeting of Argentinian Soc. of Biochem. & Mol. Biol. SAIB (Opening Lecture), Parana, ARG 2018
XXXVIII Meeting of Chilean Soc. of Biochem. & Mol. Biol. (“Severo Ochoa” Lect.), Puerto Varas, CHL 2015

XLIV Meeting of Argentinian Soc. of Biochem. & Mol. Biol. SAIB (Keynote Lecture), Cérdoba, ARG 2008
Jacques-Monod Conference on “Biological Responses to DNA Damage (EMBO Lecture). Roscoff, FR 2004
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SCIENTIFIC INTERVIEW
Cold Spring Harbor Laboratory: https://www.youtube.com/watch?v=XKz0U2pYQMQ




